The physical and chemical characteristics of the proteins which compose virus capsids are important both for consideration of the unique structural properties of the virus coat and to enable an estimate to be made of the size of that part of the genome which specifies other functions. The subunits of the capsids of plant viruses are small proteins of molecular weight 17,000 to 60,000 and the evidence to date indicates that for each plant virus one protein consisting of a single polypeptide chain serves to form the capsid(1). In contrast four distinct protein components, or four polypeptide chains, have been found in poliovirus (2) and five in adenovirus protein (3). The present report describes a preliminary examination of the number of components in the capsid protein of the DNA-containing animal virus of polyoma.
virus particles. The higher proportion of minor components in the small plaque protein would be consistent with the higher affinity for cells, and thus greater probability of adsorbing contaminants, of small plaque strains (6) .
The identical mobilities of the major peaks for the large-and small-plaque virus proteins in gel electrophoresis are in contrast to the different mobilities found for the intact particles. There are two important relevant considerations. In the first place the dependence of electrophoretic mobility on size (7) indicates that the protein subunits, in the absence of agents modifying charge, would have a much lower At the end of the run the gels were extruded from the glass containing tubes by water pressure and cut into 1 cm. sections. The sections were finely divided, suspended in 0.5 ml. distilled water at 37 ° for 16 hr and finally mixed with scintillator fluid (10 ml. toluene containing per 1. 0"05 g. POPOP and 4 g. PPO: 5 ml. ethanol) for radioactive assay. +-I denotes direction of migration towards anode.
mobility than the intact particles. The absolute magnitude of the difference in mobility would therefore be much smaller and more difficult to detect. The more important effect, however, is probably that of the influence of SDS on the mobility of the subunits. Exposure of virus to 0.1 ~o (w/v) SDS at 25 °, which leaves a high proportion of the virus intact, increases the electrophoretic mobility by a factor of about 3
(unpublished results), indicating that SDS binds to the capsid protein. It is probable, therefore, that SDS is adsorbed by the virus protein subunits and strongly increases their charge; any small difference there may be between the subunits could then be obscured. The possibility that the single major peak in acrylamide gel electrophoresis represents two or more polypeptide components modified by SDS to migrate at the same speed seems unlikely. In general, the size and charge properties of complexes between SDS and dissimilar polypeptides would be expected to differ, as they do in the case of poliovirus (2) and permit separation in acrylamide gel electrophoresis. The present results indicate, assuming that the method used for solubilizing the protein breaks all disulphide crosslinks and that all proteins have been labelled, that the polyoma consists of one type of structural polypeptide, in this respect it resembles the capsid of Shope papilloma virus, which end-group analysis appears to show (8) is composed of a single polypeptide. While different approaches must be made to test this conclusion and the nature of minor components fully investigated it seems improbable, since polyoma DNA is already known to specify several non-capsid proteins (for discussion see Dulbecco (9) , that there is sufficient information remaining in the DNA to provide for more than one capsid protein component.
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